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Study on the Effect Mechanism of Tongshuang Prescription in the Treatment of Benign Prostatic
Hyperplasia Based on UPLC-Q-TOF/MS Integrated Network Pharmacology
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1. Jiangxi University of Chinese Medicine, Nanchang 330004, China;,
2. National Pharmaceutical Engineering Center for Solid Preparation in Chinese Herbal Medicine, Nanchang 330006, China.

[Abstract] Objective: To investigate the active ingredients and potential mechanism of Tongshuang prescription in the treatment of benign
prostatic hyperplasia (BPH). Methods: Ultra performance liquid chromatography—quadruple—time of flight mass spectrometry (UPLC-Q—
TOF/MS) was used to determine the main components of Tongshuang prescription. Swiss Target and OMIM databases were used to screen
the target of Tongshuang prescription. GeneCards and OMIM databases were used to screen the disease target. STRING platform was used
to construct PPI network to select the key target. Metascape database was used to enrich GO and KEGG pathways for the common targets of
drugs and diseases. The mechanism of Tongshuang prescription in the treatment of BPH was discussed. In addition, Cytoscape 3.9.1 software
was used to construct the "drug—component—target—disease" network, and AutoDock software was used to molecularly dock thecomponents
with the core targets to select the active ingredients. Results: A total of 36 compounds were identified. Network pharmacological analysis
revealed 713 Tongshuang prescription component targets, 1 667 disease targets, and 218 intersection targets, and five core targets (GAPDH,
TP53, TNF, PTGS2, ESR1) were selected. Molecular docking results showed that daidzein, styrene, B —ionone, kaempferol, quercetin,
amaranth sterone, m—Cymen, myricetin, formonetin, and 7-methoxycoumarin had good binding ability to five core targets. Conclusion:
Daidzein, styrene, 3 —ionone, kaempferol, quercetin, amaranth sterone, m—Cymen, myricetin, formonetin and 7-methoxycoumarin are the
active components of Tongshuang prescription in the treatment of BPH, and the mechanism may be related to the action of these components
on GAPDH,TP53,TNF,PTGS2 and ESR1 target regulation.

[Keywords] Tongshuang Prescription; Benign Prostatic Hyperplasia; Ultra Performance Liquid Chromatography—Quadruple—Time of Flight
Mass Spectrometry; Network Pharmacology; Molecular Docking
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